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EZH2 length: 2600bp ( coding: 90 - 2330) 

• • • • • * 

1 AGGCAGTGGAGCCCCGGCGGCGGCGGCGGCGGCGCGCGGGGGCGACGOGCGGGAACAACG 6 0 

• • m • • • 

6 1 CG AGTCGGCGCGCGGGACGAAGAATAATCATGGGCCAGACTGGGAAGAAATCTGAGAAGG 120 

MGQTGKKS EK-G 

• • • • • • 

121 GACCAGTTTGTTGGCGGAAGCGTGTAAAATCAGAGTACATGCGACTGAGACAGCTCAAGA 180 
PVCWRKRVKSEYMRLRQL KR 

• « • • • • 

18 1 GGTTCAGACGAGCTGATGAAGTAAAGAGTATGTTTAGTTCGAATCGTCAGAAAATTTTGG 240 
FRRADEVKS MFSSNRQKIIiE 

• • « • • • 

241 AAAGAACGG AAATCTTAAACXIAAGAATGGAAACAGCGAAGG ATACAGCCTG TGCACATCC 300 
RTEILMQEWKQRRI QPVHIIi 

• • • • • • 

301 TGACTTCTGTGAGCTCATTGCGCGGGACTAGGGAGTGTTCGGTGACCAGTGACTTGGATT 360 
TSVSS L RGTRECSVTS DLDF 
•* • • • • • 

361 T T CCAAC ACAAGTCATCCCATTAAAGACTCTGAATGCAGTTGCTTCAGT ACCCATAATGT 420 
P TQVIPZiKTIttlAVASVP IMY 

• • • • • 

421 ATTCTTGGTCTCCCCTACAGCAGAATXTTATGGTGGAAG ATGAAACTGTTTTACATAACA 480 
S W S P L Q Q N F M V E D E T V L H N X 

• • • • • • 

481 T TCCT T AT ATGGG AG ATG AAGTTTT AGATCAGGATGGTACTTTCAT TGAAG AACTAAT AA 540 
P Y. M G D E V Ii D Q D G T F I E E L I K 

• • • • • • 

341 AAAATTATGATGGGAAAGTACACGGGGATAGAGAATGTGGGTTTATAAA^TGATGAAATTT 600 
N Y DGKVH G DRECGFIN DEI F 

601 TTGTGGAGTTGGTGAATGCCCTTGGTCAATATAATGATGATGACGATGATGATGATGGAG 660 
VELVNALGQYNDDDDDDDGD 

• • • • • • 

661 ACG ATCC TG AAGAAAGAG AAG AAAAGCAGAAAGATCTGG AGGATCACCG AG ATG ATAAAG 720 
D P EEREEKQKDLEDHRDDKE 

721 7^AAGCCGCCCACCTCGGAAATTTCX:TTCTGATAAAATTTTTGAAGCCATTTCCTCAAXGT 780 
S R P P RKFP SDKIFE AI S SM F 

781 T T CCAG AT AAGGGCACAGCAGAAGAACTAAAGGAAAAAT ATAAAG AACTCACCGAACAGC 840 
P D KGTAEELKEKYKEIjT EQQ 

• • » • • « 

8 41 AGCTCCC AGGCGCACTTCCTCCTGAATGTACCCCCAACATAG ATGG ACCAAATGCTAAAT 900 

LPGALPP ectpnidgp naks 

• • • • • • 

901 ctgttcagagagagcaaagcttacactcctttcatacgcttttctgtaggcgatgtttta 960 

VQREQSLHSFHTLFCRRCFK 

• • « • . • 

961 AAT ATG ACTGCTTCCTACATCCTTTTCATGCAACACCCAACACTT AT AAGCGG AAGAACA 1020 
YDCFLHPFH ATPNTYKR KNT 

1021 CAGAAACAGCTCTAGACAACAAACCTTGTGGACCACAGTGTTACCAGCATTTGGAGGGAG 1080 
ETALDNfCPCGPQ CY QKLEGA 

1081 CAAAGG AGTTTGCTGCTGCTCTCACCGCTGAGCGGATAAAG ACCCCAtCAAAACGTCCAG 1140 
K E F AAALT AE RXK TP P KRp G 
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1141 G AGGCCGCAG AAGAGGACGGCTTCCCAATAACAGTAGCAGGCCCAGCACCCCCACCATTA 1200 
GRRRGRLP'NNSSRPST PTI N 

• ••••• 

1201 ATGTGCTGGAATGAAAGGATACAGACAGTGATAGGGAAGCAGGGACTGAAACGGGGGGAG 1260 
VLESKDTDSD REAGTE TGG E 

• • • • • . 

1261 AGAACAATGATAAAGAAGAAGAAGAGAAGAAAGATGAAACTTCGAGCTCCTCTGAAGCAA 1320 
NNDKEEEEKKDETSSS SBAN 
• • • • • • 

1321 ATTCTCGGTGTCAAACACCAATAAAGATGAAGCC^ 1380 
S RCQTPIK MKPNIEPP ENVE 

• • • • • « 

1381 AGTGGAGTGGTGCTGAAGCCTCAATGTTTAGAGTCCTCATTGGGACTTACTATGAC7VATT 1440 
W SGAEASMFRVLIG TY Y D N F 

• • • • • • 

1441 TCTGTGCCATTGCTAGGTTAATTGGGACCAAAACATGTAGACAGGTGTATGAGTTTAGAG 1500 
C AIARLIGTKTCRQVY EFRV 

• * • • • 

1501 TCAAAGAATCTAGCATCATAGCTCCAGCTCCCGCTGAGGATGTGGATACTCCTCCAAGGA 1560 
KESSI ZA P A P A E DVD T P PRK 

• • • • • • 

1561 AAAAGAAGAGGAAACACCGGTTGTGGGCTGGACACTGGAGAAAGATACAGCTGAAAAAGG 1620 
K K RKH RLWA AHCRK I. Q LKKD 

• • . . • • • • 

1621 ACGGCTCCTCTAACCATGT TTACAACT ATCAACCCTGTGATCATCCACGG CAGCCTTGTG 1680 
G S S N H V Y N Y Q.P C D H P R Q P C D 

• » • « • « 

1681 ACAGTTCGTGCCCTTGTGTGATAGCACAAAATTTTTGTGAAAAGTTTTGTCAATGTAGTT 1740 
SSCPCVIAQ KFC EKFCQCS S 

• • • • • • • 

1741 CAGAGTGTCAAAACCGCTTTCCGGGATGCCGCTGCAAAGCACAGTGCAACACCAAGCAGT 1800 
ECQNRFPGCRCKAQCNTKQC 

• • • • m « 

1801 GCCCGTGCTACCTGGCTGTCCGAGAGTGTGACCCTGACCTCTGTCTTACTTGTGGAGCCG 18 60 
P CYLAVRECDPDLCLT CG AA 

• • • • • • . 

1861 CTGACCATTGGGACAGTAAAAATGTGTCCTGCJAGAACTGCAGTATTCAGCGGGGCTeCA 1920 
D HWDSKNV SCKNCS IQ RGS K 

• • • « • m 

1921 AAAAGCATCTATTGCTGGCACCATCTGACGTGGCAGGCTGGGGGATTTTTATCAAAGATC 1980 
KHLLLAPSDVAGWGIF IKDP 

1981 CTGTGCAGAAAAATGAATTCATCTCAGAATACTGTGGAGAGATTATTTCTCAAGATGAAG 204 0 
VQKNEFISEYCGEIIS QDEA 

2041 CTGACAGAAGAGGGAAAGTGTATGATAAATACATGTGCAGCTTTCTGTTCAACTTGAACA 2100 
D RRGKVYDKYMCSFLF NLNN 
• • • • 

210 1 ATGATTTTGTGGTGGATGCAACCCGCAAGGGTAACAAAATTCGTTTTGCAAATCATTCGG 2160 
D F VVD AT RKGNK I R F A N H S "V 

2161 TAAATCCAAACTGCTATGCAAAAGTTATGATGGTTAACGGTGATCACAGGATAGGTATT T 2220 
N PNCYAKVMMVNGDHR IGI F 

2221 TTGCCAAGAGAGCCATCCAGACTGGCGAAGAGCTGTTTTTTGATTAC^GATACAGCCAGG 2280 
AKRA IQT GEELFFDYRYSQA 
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• • • • • • 

2281 CTGATGCCCTGAAGTATGTCGCCATCG^AA.GAGAAATGGAAATCCCTTGACATCTGCTAC 2340 
DALKYVGIEREMEIP* 

• • • • • • 

2341 CTCCTCCCCCTO:TCTGAAACAGCTGCCTTAGCTTCAGGAACCTCGAGTACTGTGGGCAA 2400 

• • • • • • 

2401 TTTAGAAAAAGAACATGCAGTTTGAAATTCTGAATTTGCAAAGTACTGTAAGAATAATTT 24 60 

• • • • • . « 

2461 ATAGTAATGAGTTTAAAAATCAACTTTTTATTGCCTTCTCACCAGCTGCAAAGTGTTTTG 2520 

• • • * • « 

2 52 1 TACCAGTGAATTTTTGCAATAATGCAGTATGGTACATTTTTCAACTTTGAATAAAGAATA 2580 

2581 CTTGAACTTGTCAAAAAAAA 2600 
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SUV39H length: 2732 bp ( coding: 45-1284) 



• ••••• 

1 TCGCGAGGCCGGCTAGGCCCGAATGTCGTTAGGCGTGGGGAAAGATGGCGGAAAATTTAA 60 

M A E N L K 

«••••• 
61 AAGGCTGCAGCGTGTGTTGCAAGTCTTCTTGGAATCAGCTGCAGGACCXGTGCCGCCTGG 120 
GCSVCC KSSWNQLQDLCRIiA 

• • * • • • 

121 CCAAGCTCTCCTGCCCTGCCCTCGGTATCTCTAAGAGGAACCTCTATGACTTTGAAGTCG 180 
K IjS CP AIiGISKRNLY D FEVE 

• • • • • • 

181 AGTACCTGTGCGATTACAAGAAGATCCGCGAACAGGAATATTACCTGGTGAAATGGCGTG 240 

Y IjCDY KK XREQEYYLVKWRG 

• ■ • • • • 

241 GATATCCAGACTCAGAGAGCACCTGGGAGCCACGGCAGAATCTCAAGTGTGTGCGTATCC 300 

Y P DSE5 TWEPRQNI/KCV R I L 

• • • • • • 

301 T CAAGCAGT TCCACAAGG ACT T AGAAAGGGAGCTGCTCCGGCGGCACCACCGGT CAAAG A 360 
K QF HK D L ERELLR RH H RS KT 

• • • • » « 

361 CCCCCCGGGACCTGGACCCAAGCTTGGCCAACTACCTGGTGCAGAAGGCCAAGCAGAGGC 420 
P RHLDPSliANYLVQKAKQRR 

• • • • • • 

421 GGGCGCTCCGTCGCTGGGAGCAGGAGCTCAATGCCAAGCGCAGCCATCTGGGACGGATCA 480 
A L R R W E Q ELNAKRS.H IiGRI T 

• ••••• 

481 CTGTAGAGAATGAGGTGGACCTGGACGGCCCTCCGCGGGCCTTCGTGTACATCAATGAGT 540 

Y E N EV D L D G P P R A F V YIN EY 

• • • • • • 

541 ACCGTGTTGGTGAGGGCATCACCCTCAACCAGGTGGCTGTGGGCTGCGAGTGCCAGGACT 600 
R V G E G I T & N Q V A * V G C E CQ D C 

60 1 GTCTGTGGGCACCCACTGGAGGCTGCTGCCCGGGGGCGTCACTGCACAAGTTTGCCTACA 660 
L WAP T. GGCCPGASLK KFAYN 

• • • * • • • 

6 61 ATGACCAGGGCCAGGTGCGGCTTCGAGCCGGGCTGCCCATCTACGAGTGCAACTCCCGCT 720 
D QGQVRLRAGLPIYECNS RC 

• • • • 

721 GCCGCTGCGGCTATGACTGCCCAAATCGTGTGGTACAGAAGGGTATCCGATATGACOTCT 780 
RCGYDCP NRVVQKGI RYDLC 

• • • • • ♦ 

781 GCATCTTCCGGACGGATGATGGGCGTGGCTGGGGCGTCCGCACCCTGGAGAAGATTCGCA 840 
I FRTD DG RGWGVRTL E KI RK 

8 41 AGAACAGCTT CGTCATGGAGTACGTGGGAGAGATCATTACCTCAGAGGAGGCAGAGCGGC 900 
N SFVMEYVGEIIT SEEAERR 

901 GGGGCCAGATCTACG ACCGTCAGGGCGCCACCTACCTCTTTG ACCTGGACT ACGTGGAGG 960 
G QIYDRQGATYLFDL D YVED 

961 ACGTGTACACCGTGGATGCCGCCTACTATGGCAACATCTCCCACTTTGTCAACCACAGTT 1020 
VYTVD AAYYGNISHFVNHS-C 

1021 GTGACCCCAACCTGCAGGTGTACAACGTCTTCATAGACAACCTTGACGAGCGGCTGCCCC 10 8 0 
D P N h Q V . Y NVF I DN h D E R L P R 

1081 GCATCGCTTTCTTTGCCACAAGAACCATCCGGGCAGGCGAGG AGCTCACCTTTGATT ACA 1140 
I AFFATRTIRAGEELTFDYN 
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1141 ACATGCAAGTGGACCCCGTGGACATGGAGAGCACCCGCATGGACT9CAACTTTGGCCTGG 1200 
MQVDPVDMESTRMDS NFG LA 

• • • • • • 

1201 CTGGGCTCCCTGGCTCCCCTAAGAAGCGGGTCCGTATTGAATGCAAGTGTGGGACTGAGT 1260 
GIiPGS PKKRVRIECKCGTES 

• • * • • • 

12 61 CCTGCCGCAAATACCTCTTCTAGCCCXTAGAAGTCTGAGGCCAGACTGACTGAGGGGGCC 132 0 
C R K r L F * 

• • • * 

1321 TGAAGCTACATGCACCTCCCCCACTGCTGCCCTCCTGTCGAGAATGACTGCCAGGGCCTC 1380 

• • * • • • . • 

1381 GCCTGCCTCCACCTGCCCCCACCTGCTC^TACCTGCTCTAC 1440 

• • • • • • 

1441 gtgaggaccgactccaggagttccctttccx:^ 1500 

• • • • • • 

1501 ACAAACCCCCACCC^CCTTCAGAAATAGTTTT 1560 

m « • • • • 

1561 TTCATGGCCTATTAAGGAGGTCCAAGGGGTGAGTCCCAACCCAGCCCCAGAATATATTTG 1620 

• • • • • • 

1621 TTTTTGCACCTGCTTCTGCCTGGAGATTGAGGGGTCTGCTGCAGGCCTCCTCCCTGCTGC 1680 

• • • • • • 

1681 CCCAAAGGTATGGGGAAGCAACCCCAGAGCAGGCAGACATCAGAGGCCAGAGTGCCTAGC 1740 

• • • • • • 

1741 CCGACATGAA^TGGTTCCCCAACCACAGAAACTTTGTACTAGTGJJAGAAAGGGGTCCC 1800 

• • • • • - • 

1801 TGGCCTACGGGCTGAGGCTGGTTTCTGCTCGTGCTTACAGTGCTGGGTAGTGXTGGCCCT 1860 

• • • • • 

1861 AAGAGCTGTAGGGTCTCTTCTTCAGGGCTGCATATCTGAGAAGTGGATGCCCACATGCCA 1920 

• • • • • • 

1921 CTGGAAGGGAAGTGGGTGTCCATGGGCCACTGAGCAGTGAG^ 1980 

• • * • • • 

1981 GGCCAGCCCTGGAGGTAGGCTGGGACCAAGCTCTGCCTTCACAGTGCAGTGAAGGTACCT 2040 

« « • • • « 

2041 AGGGCTCTTGGGAGCTCTGCGGTTGCTAGGGGCCCTGACCTGGGGTGTCATGACCGCTGA 2100 

• • • • • m 

2101 CACCACTCAGAGCTGGAACCAAGATCTAGATAGTCCGTAGATAGCACTTAGGACAAGAAT 2160 

• » • • • 

2161 GTGCATTGATGGGGTGGTGATGAGGTGCGAGGCACTAGGTAGAGCACCTGGTCCACGTGG 2220 

• • • • « — • 

2221 ATTGTCT CAGGGAAGCCTTGAAAACCACGGAGGTGGATGCCAGGA7UVGGGCCCATG TG^ 2280 

• • • • mm 

. 2281 AGAAGGCAAAGT ACAGGCCAAGAAT TGGGGGTGGGGGAG ATGGCT TCCCCACT ATGGGAT 2340 

• • • • • • 

2341 GACGAGGCGAGAGGGAAGCCCTTGCTGCCTGCCATTCCCAGACCCCAGCCCTTTGTGCTC 2400 

2401 ACCCTGGTTCCACTGGTCTCAAAAGTCACCTGCCTACAAATGTACAAAAGGCGAAGGTTC 24 60 
24 61 TGATGGCTGCCTTGCTCCTTGCTCCCCCACCCCGTGTGAGGACTTCTCTAGGAAGTCCTT 2520 

2521 CCTGACT ACCTGTGCCCAGAGTGCCCCTACATGAGACTGT ATGCCCTGCTATCAG ATGCC 2580 

• • • • • • 

2581 AGATCTATGTGTCTGTCTGTGTGTCCATCCXIGCCX^CCCCCCAGACTAACCTCCAOTCAT 2640 

2641 GGACTGAATCTGGTTCTOCTCTTGTACACCCCTCAACCCTATGCAGCCTGGAGTGGGCAT 2700 

• * • 

2701 CAATAAAATGAACTGTCGACTGAAAAAARAAA 2732 
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1844 TCTTACTTGTGGAGCCGCTGACCATTGGGACAGTAAAAATGTGTCCTGCA 1893 
II II Hill Ill I II II MINI I II II I I I I I I 
1 ACTCACCTGTGGGGCCTCAGAGCACTGGGACTGCAAGGTGGTTTCCTGTA 50 

m m • • • 

1894 AGAACTGCAGTATTCAGCGGGGCTCCAAAAAGCATCTATTGCTGGCACCA 1943 

i ii i iii 1 1 ii inn ii ii i mi ii i rin 1 1 ii 

51 AAAACTGCAGCATCCAGCGTGGACTTAAGAAGCACCTGCTGCTGGCCCCC 100 
1944 TCTGAC&T^^ 
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2291 
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